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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/884 f 465A 



DATE: 03/25/2002 
TIME: 10:40:51 



Input Set : A:\55190-0044 Sequence listing 03-ll-2002.txt 
Output Set: N:\CRF3\03252002\I884465A.raw 



3 <110> APPLICANT: Shire Biochem, Inc. 

4 Hamel, Josee 

5 Brodeur, Bernard 

6 Martin, Denis 

7 Charland, Nathalie 

8 Ouellet, Catherine 

10 <120> TITLE OF INVENTION: Streptococcus Antigens 
12<130> FILE REFERENCE: 055190-0044 

14 <140> CURRENT APPLICATION NUMBER: 09/884, 465A 

15 <141> CURRENT FILING DATE: 2001-06-20 

17 <150> PRIOR APPLICATION NUMBER: 60/212,683 

18 <151> PRIOR FILING DATE: 2000-06-20 
20 <160> NUMBER OF SEQ ID NOS : 384 

22 <170> SOFTWARE: Patentln version 3.1 

24 <210> SEQ ID NO: 1 

25 <211> LENGTH: 3120 

26 <212> TYPE: DNA 

27 <213> ORGANISM: Streptococcus- pneumoniae 

29 <400> SEQUENCE: 1 

30 atgaaattta gtaaaaaata tatagcagct ggatcagctg ttatcgtatc cttgagtcta 60 
32 tgtgcctatg cactaaacca gcatcgttcg caggaaaata aggacaataa tcgtgtctct 120 
34 tatgtggatg gcagccagtc aagtcagaaa agtgaaaact tgacaccaga ccaggttagc 180 
36 cagaaagaag gaattcaggc tgagcaaatt gtaatcaaaa ttacagatca gggctatgta 240 
38 acgtcacacg gtgaccacta tcattactat aatgggaaag ttccttatga tgccctcttt 300 
40 agtgaagaac tcttgatgaa ggatccaaac tatcaactta aagacgctga tattgtcaat 360 
42 gaagtcaagg gtggttatat catcaaggtc gatggaaaat attatgtcta cctgaaagat 420 
44 gcagctcatg ctgataatgt tcgaactaaa gatgaaatca atcgtcaaaa acaagaacat 4 80 
46 gtcaaagata atgagaaggt taactctaat gttgctgtag caaggtctca gggacgatat 540 
48 acgacaaatg atggttatgt ctttaatcca gctgatatta tcgaagatac gggtaatgct 600 
50 tatatcgttc ctcatggagg tcactatcac tacattccca aaagcgattt atctgctagt 660 
52 gaattagcag cagctaaagc acatctggct ggaaaaaata tgcaaccgag tcagttaagc 720 
54 tattcttcaa cagctagtga caataacacg caatctgtag caaaaggatc aactagcaag 780 
56 ccagcaaata aatctgaaaa tctccagagt cttttgaagg aactctatga ttcacctagc 840 
58 gcccaacgtt acagtgaatc agatggcctg gtctttgacc ctgctaagat tatcagtcgt 900 
60 acaccaaatg gagttgcgat tccgcatggc gaccattacc actttattcc ttacagcaag 960 
62 ctttctgctt tagaagaaaa gattgccaga atggtgccta tcagtggaac tggttctaca 1020 
64 gtttctacaa atgcaaaacc taatgaagta gtgtctagtc taggcagtct ttcaagcaat 1080 
66 ccttcttctt taacgacaag taaggagctc tcttcagcat ctgatggtta tatttttaat 1140 
68 ccaaaagata tcgttgaaga aacggctaca gcttatattg taagacatgg tgatcatttc 1200 
70 cattacattc caaaatcaaa tcaaattggg caaccgactc ttccaaacaa tagtctagca 1260 
72 acaccttctc catctcttcc aatcaatcca ggaacttcac atgagaaaca tgaagaagat 1320 
74 ggatacggat ttgatgctaa tcgtattatc gctgaagatg aatcaggttt tgtcatgagt 1380 
76 cacggagacc acaatcatta tttcttcaag aaggacttga cagaagagca aattaaggct 1440 
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RAW SEQUENCE LISTING DATE: 03/2 5/2002 

PATENT APPLICATION: US/09/884 , 4 65A TIME: 10:40:51 



Input Set : A:\55190-0044 Sequence listing 03-ll-2002.txt 
Output Set: N:\CRF3\03252002\I884465A.raw 

78 gcgcaaaaac atttagagga agttaaaact agtcataatg gattagattc tttgtcatct 1500 

80 catgaacagg attatccagg taatgccaaa gaaatgaaag atttagataa aaaaatcgaa 1560 

82 gaaaaaattg ctggcattat gaaacaatat ggtgtcaaac gtgaaagtat tgtcgtgaat 1620 

84 aaagaaaaaa atgcgattat ttatccgcat ggagatcacc atcatgcaga tccgattgat 1680 

86 gaacataaac cggttggaat tggtcattct cacagtaact atgaactgtt taaacccgaa 1740 

88 gaaggagttg ctaaaaaaga agggaataaa gtttatactg gagaagaatt aacgaatgtt 1800 

90 gttaatttgt taaaaaatag tacgtttaat aatcaaaact ttactctagc caatggtcaa 1860 

92 aaacgcgttt cttttagttt tccgcctgaa ttggagaaaa aattaggtat caatatgcta 1920 

94 gtaaaattaa taacaccaga tggaaaagta ttggagaaag tatctggtaa agtatttgga 1980 

96 gaaggagtag ggaatattgc aaactttgaa ttagatcaac cttatttacc aggacaaaca 2040 

98 tttaagtata ctatcgcttc aaaagattat ccagaagtaa gttatgatgg tacatttaca 2100 

100 gttccaacct ctttagctta caaaatggcc agtcaaacga ttttctatcc tttccatgca 2160 

102 ggggatactt atttaagagt gaaccctcaa tttgcagtgc ctaaaggaac tgatgcttta 2220 

104 gtcagagtgt ttgatgaatt tcatggaaat gcttatttag aaaataacta taaagttggt 2280 

106 gaaatcaaat taccgattcc gaaattaaac caaggaacaa ccagaacggc cggaaataaa 2340 

108 attcctgtaa ccttcatggc aaatgcttat ttggacaatc aatcgactta tattgtggaa 2400 

110 gtacctatct tggaaaaaga aaatcaaact gataaaccaa gtattctacc acaatttaaa 2460 

112 aggaataaag cacaagaaaa ctcaaaactt gatgaaaagg tagaagaacc aaagactagt 2520 

114 gagaaggtag aaaaagaaaa actttctgaa actgggaata gtactagtaa ttcaacgtta 2580 

116 gaagaagttc ctacagtgga tcctgtacaa gaaaaagtag caaaatttgc tgaaagttat 2 64 0 

118 gggatgaagc tagaaaatgt cttgtttaat atggacggaa caattgaatt atatttacca 2700 

120 tcaggagaag tcattaaaaa gaatatggca gattttacag gagaagcacc tcaaggaaat 2760 

122 ggtgaaaata aaccatctga aaatggaaaa gtatctactg gaacagttga gaaccaacca 2820 

124 acagaaaata aaccagcaga ttctttacca gaggcaccaa acgaaaaacc tgtaaaacca 2880 

126 gaaaactcaa cggataatgg aatgttgaat ccagaaggga atgtggggag tgaccctatg 2940 

128 ttagatccag cattagagga agctccagca gtagatcctg tacaagaaaa attagaaaaa 3000 

130 tttacagcta gttacggatt aggcttagat agtgttatat tcaatatgga tggaacgatt 3060 

132 gaattaagat tgccaagtgg agaagtgata aaaaagaatt tatctgattt catagcgtaa 3120 

135 <210> SEQ ID NO: 2 

136 <211> LENGTH: 5048 

137 <212> TYPE: DNA 

138 <213> ORGANISM: Streptococcus pneumoniae 

140 <400> SEQUENCE: 2 

141 aattccttgt cgggtaagtt ccgacccgca cgaaaggcgt aatgatttgg gcactgtctc 60 
143 aacgagagac tcggtgaaat tttagtacct gtgaagatgc aggttacccg cgacaggacg 120 
145 gaaagacccc atggagcttt actgcagttt gatattgagt gtctgtacca catgtacagg 180 
147 ataggtagga gtctaagaga tcgggacgcc agtttcgaag gagacgctgt tgggatacta 240 
149 cccttgtgtt atggccactc taacccagat aggtgatccc tatcggagac agtgtctgac 300 
151 gggcagtttg actggggcgg tcgcctccta aaaggtaacg gaggcgccca aaggttccct 360 
153 cagaatggtt ggaaatcatt cgcagagtgt aaaggtataa gggagcttga ctgcgagagc 420 
.155 tacaactcga gcagggacga aagtcgggct tagtgatccg gtggttccgt atggaagggc 480 
157 catcgctcaa cggataaaag ctaccctggg gataacaggc ttatctcccc caagagttca 540 
159 catcgacggg gaggtttggc acctcgatgt cggctcgtcg catcctgggg ctgtagtcgg 600 
161 tcccaagggt tgggctgttc gcccattaaa gcggcacgcg agctgggttc agaacgtcgt 660 
163 gagacagttc ggtccctatc cgtcgcgggc gtaggaaatt tgagaggatc tgctcctagt 720 
165 acgagaggac cagagtggac ttaccgctgg tgtaccagtt gtcttgccaa aggcatcgct 780 
167 gggtagctat gtagggaagg gataaacgct gaaagcatct aagtgtgaaa cccacctcaa 840 
169 gatgagattt cccatgatta tatatcagta agagccctga gagatgatca ggtagatagg 900 
171 ttagaagtgg aagtgtggcg acacatgtag cggactaata ctaatagctc gaggacttat 960 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/884 , 465A 



DATE: 03/25/2002 
TIME: 10:40:51 



Input Set : A:\55190-0044 Sequence listing 03-ll-2002.txt 
Output Set: N:\CRF3\03252002\I884465A.raw 



173 ccaaagtaac tgagaatatg aaagcgaacg gttttcttaa attgaataga tattcaattt 
17 5 tgagtaggta ttactcagag ttaagtgacg atagcctagg agatacacct gtacccatgc 
177 cgaacacaga agttaagccc tagaacgccg gaagtagttg ggggttgccc cctgtgagat 
179 agggaagtcg cttagctcta gggagtttag ctcagctggg agagcatctg ccttacaagc 
181 agagggtcag cggttcgatc ccgttaactc ccaaaggtcc cgtagtgtag cggttatcac 
183 gtcgccctgt cacggcgaag atcgcgggtt cgattcccgt cgggaccgtt taaggtaacg 
185 caagttattt tagactcgtt agctcagttg gtagagcaat tgacttttaa tcaatgggtc 
187 actggttcga gcccagtacg ggtcatatat gcgggtttgg cggaattcta atctctttga 
189 aatcatcttc tctcactttc caaaactcta ttacctctta ttataccaca tttcaatctt 
191 caacttccca gtaatataag cacctctggc gaaagaagtt tcaatgtcct aaagtaataa 
193 gtgaatccaa ttcaggaact ccaagaacaa aagaaacatc tggtgtcaca agtattggat 
195 ggcacagagt cacgtggtag tctgacccta gcagaaattt taaatagtaa actatttact 
197 ggttaattaa atggttaaat aaccggttta gaaaactatt taataaagta aaagaagttg 
199 agaaaaaact tcatcattta ttgaaatgag ggatttatga aatttagtaa aaaatatata 
201 gcagctggat cagctgttat cgtatccttg agtctatgtg cctatgcact aaaccagcat 
203 cgttcgcagg aaaataagga caataatcgt gtctcttatg tggatggcag ccagtcaagt 
205 cagaaaagtg aaaacttgac accagaccag gttagccaga aagaaggaat tcaggctgag 
207 caaattgtaa tcaaaattac agatcagggc tatgtaacgt cacacggtga ccactatcat 
209 tactataatg ggaaagttcc ttatgatgcc ctctttagtg aagaactctt gatgaaggat 
211 ccaaactatc aacttaaaga cgctgatatt gtcaatgaag tcaagggtgg ttatatcatc 
213 aaggtcgatg gaaaatatta tgtctacctg aaagatgcag ctcatgctga taatgttcga 
215 actaaagatg aaatcaatcg tcaaaaacaa gaacatgtca aagataatga gaaggttaac 
217 tctaatgttg ctgtagcaag gtctcaggga cgatatacga caaatgatgg ttatgtcttt 
219 aatccagctg atattatcga agatacgggt aatgcttata tcgttcctca tggaggtcac 
221 tatcactaca ttcccaaaag cgatttatct gctagtgaat tagcagcagc taaagcacat 
223 ctggctggaa aaaatatgca accgagtcag ttaagctatt cttcaacagc tagtgacaat 
225 aacacgcaat ctgtagcaaa aggatcaact agcaagccag caaataaatc tgaaaatctc 
227 cagagtcttt tgaaggaact ctatgattca cctagcgccc aacgttacag tgaatcagat 
229 ggcctggtct ttgaccctgc taagattatc agtcgtacac caaatggagt tgcgattccg 
231 catggcgacc attaccactt tattccttac agcaagcttt ctgctttaga agaaaagatt 
233 gccagaatgg tgcctatcag tggaactggt tctacagttt ctacaaatgc aaaacctaat 
235 gaagtagtgt ctagtctagg cagtctttca agcaatcctt cttctttaac gacaagtaag 
2 37 gagctctctt cagcatctga tggttatatt tttaatccaa aagatatcgt tgaagaaacg 
239 gctacagctt atattgtaag acatggtgat catttccatt acattccaaa atcaaatcaa 
241 attgggcaac cgactcttcc aaacaatagt ctagcaacac cttctccatc tcttccaatc 
24 3 aatccaggaa cttcacatga gaaacatgaa gaagatggat acggatttga tgctaatcgt 
245 attatcgctg aagatgaatc aggttttgtc atgagtcacg gagaccacaa tcattatttc 
24 7 ttcaagaagg acttgacaga agagcaaatt aaggctgcgc aaaaacattt agaggaagtt 
24 9 aaaactagtc ataatggatt agattctttg tcatctcatg aacaggatta tccaggtaat 
251 gccaaagaaa tgaaagattt agataaaaaa atcgaagaaa aaattgctgg cattatgaaa 
253 caatatggtg tcaaacgtga aagtattgtc gtgaataaag aaaaaaatgc gattatttat 
255 ccgcatggag atcaccatca tgcagatccg attgatgaac ataaaccggt tggaattggt 
257 cattctcaca gtaactatga actgtttaaa cccgaagaag gagttgctaa aaaagaaggg 
259 aataaagttt atactggaga agaattaacg aatgttgtta atttgttaaa aaatagtacg 
261 tttaataatc aaaactttac tctagccaat ggtcaaaaac gcgtttcttt tagttttccg 
263 cctgaattgg agaaaaaatt aggtatcaat atgctagtaa aattaataac accagatgga 
265 aaagtattgg agaaagtatc tggtaaagta tttggagaag gagtagggaa tattgcaaac 
267 tttgaattag atcaacctta tttaccagga caaacattta agtatactat cgcttcaaaa 
269 gattatccag aagtaagtta tgatggtaca tttacagttc caacctcttt agcttacaaa 
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RAW SEQUENCE LISTING DATE: 0 3/25/2002 

PATENT APPLICATION : US/09/884 , 4 65A TIME: 10:40:51 

Input Set : A:\55190-0044 Sequence listing 03-ll-2002.txt 
Output Set: N:\CRF3\03252002\I884465A.raw 

271 atggccagtc aaacgatttt ctatcctttc catgcagggg atacttattt aagagtgaac 3960 

273 cctcaatttg cagtgcctaa aggaactgat gctttagtca gagtgtttga tgaatttcat 4020 

275 ggaaatgctt atttagaaaa taactataaa gttggtgaaa tcaaattacc gattccgaaa 4080 

277 ttaaaccaag gaacaaccag aacggccgga aataaaattc ctgtaacctt catggcaaat 4140 

279 gcttatttgg acaatcaatc gacttatatt gtggaagtac ctatcttgga aaaagaaaat 4200 

281 caaactgata aaccaagtat tctaccacaa tttaaaagga ataaagcaca agaaaactca 4260 

283 aaacttgatg aaaaggtaga agaaccaaag actagtgaga aggtagaaaa agaaaaactt 4320 

285 tctgaaactg ggaatagtac tagtaattca acgttagaag aagttcctac agtggatcct 4380 

287 gtacaagaaa aagtagcaaa atttgctgaa agttatggga tgaagctaga aaatgtcttg 4440 

289 tttaatatgg acggaacaat tgaattatat ttaccatcag gagaagtcat taaaaagaat 4500 

291 atggcagatt ttacaggaga agcacctcaa ggaaatggtg aaaataaacc atctgaaaat 4 560 

293 ggaaaagtat ctactggaac agttgagaac caaccaacag aaaataaacc agcagattct 4620 

295 ttaccagagg caccaaacga aaaacctgta aaaccagaaa actcaacgga taatggaatg 4680 

297 ttgaatccag aagggaatgt ggggagtgac cctatgttag atccagcatt agaggaagct 4740 

299 ccagcagtag atcctgtaca agaaaaatta gaaaaattta cagctagtta cggattaggc 4800 

301 ttagatagtg ttatattcaa tatggatgga acgattgaat taagattgcc aagtggagaa 4860 

303 gtgataaaaa agaatttatc tgatttcata gcgtaaggaa tagcagtaga aaaagtctga 4920 

305 atcaaaaatg aagttctctc aaaagttaga aataaaactc tgactttggg agaatttcat 4980 

307 tttattatta atatataaaa tttcttgaca tacaacttaa aaagaggtgg aatatttact 5040 

309 agttaatt 5048 

312 <210> SEQ ID NO: 3 

313 <211> LENGTH: 2523 

314 <212> TYPE: DNA 

315 <213> ORGANISM: Streptococcus pneumoniae 

317 <400> SEQUENCE: 3 

318 atgaaaatca ataaaaaata tctagctggg tcagtagcta cacttgtttt aagtgtctgt 60 
320 gcttatgaac taggtttgca tcaagctcaa actgtaaaag aaaataatcg tgtttcctat 120 
322 atagatggaa aacaagcgac gcaaaaaacg gagaatttga ctcctgatga ggttagcaag 180 
324 cgtgaaggaa tcaacgccga acaaatcgtc atcaagatta cggatcaagg ttatgtgacc 240 
326 tctcatggag accattatca ttactataat ggcaaggtcc cttatgatgc catcatcagt 300 
328 gaagagctcc tcatgaaaga tccgaattat cagttgaagg attcagacat tgtcaatgaa 360 
330 atcaagggtg gttatgtcat taaggtaaac ggtaaatact atgtttacct taaggatgca 420 
332 gctcatgcgg ataatgtccg tacaaaagaa gaaatcaatc ggcaaaaaca agaacatagt 480 
334 cagcatcgtg aaggagggac ttcagcaaac gatggtgcgg tagcctttgc acgttcacag 540 
336 ggacgctaca ccacagatga tggttatatc ttcaatgcat ctgatatcat cgaagatacg 600 
338 ggcgatgcct atatcgttcc tcatggagat cattaccatt acattcctaa gaatgagtta 660 
340 tcagctagcg agttggctgc tgcagaagcc ttcctatctg gtcgggaaaa tctgtcaaat 720 
342 ttaagaacct atcgccgaca aaatagcgat aacactccaa gaacaaactg ggtaccttct 780 
344 gtaagcaatc caggaactac aaatactaac acaagcaaca acagcaacac taacagtcaa 840 
346 gcaagtcaaa gtaatgacat tgatagtctc ttgaaacagc tctacaaact gcctttgagt 900 
348 caacgccatg tagaatctga tggccttatt ttcgacccag cgcaaatcac aagtcgaacc 960 
350 gccagaggtg tagctgtccc tcatggtaac cattaccact ttatccctta tgaacaaatg 1020 
352 tctgaattgg aaaaacgaat tgctcgtatt attccccttc gttatcgttc aaaccattgg 1080 
354 gtaccagatt caagaccaga agaaccaagt ccacaaccga ctccagaacc tagtccaagt 1140 
356 ccgcaacctg caccaaatcc tcaaccagct ccaagcaatc caattgatga gaaattggtc 1200 
358 aaagaagctg ttcgaaaagt aggcgatggt tatgtctttg aggagaatgg agtttctcgt 1260 
360 tatatcccag ccaagaatct ttcagcagaa acagcagcag gcattgatag caaactggcc 1320 
3 62 aagcaggaaa gtttatctca taagctagga gctaagaaaa ctgacctccc atctagtgat 13 80 
364 cgagaatttt acaataaggc ttatgactta ctagcaagaa ttcaccaaga tttacttgat 1440 
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RAW SEQUENCE LISTING DATE:. 03/25/2002 

PATENT APPLICATION: US/09/884 , 465A TIME: 10:40:51 

Input Set : A:\55190-0044 Sequence listing 03-ll-2002.txt 
Output Set: N:\CRF3\03252002\I884465A.raw 

366 aataaaggtc gacaagttga ttttgaggct ttggataacc tgttggaacg actcaaggat 1500 

368 gtctcaagtg ataaagtcaa gttagtggat gatattcttg ccttcttagc tccgattcgt 1560 

370 catccagaac gtttaggaaa accaaatgcg caaattacct acactgatga tgagattcaa 1620 

372 gtagccaagt tggcaggcaa gtacacaaca gaagacggtt atatctttga tcctcgtgat 1680 

374 ataaccagtg atgaggggga tgcctatgta actccacata tgacccatag ccactggatt 1740 

376 aaaaaagata gtttgtctga agctgagaga gcggcagccc aggcttatgc taaagagaaa 1800 

378 ggtttgaccc ctccttcgac agaccatcag gattcaggaa atactgaggc aaaaggagca 1860 

380 gaagctatct acaaccgcgt gaaagcagct aagaaggtgc cacttgatcg tatgccttac 1920 

382 aatcttcaat atactgtaga agtcaaaaac ggtagtttaa tcatacctca ttatgaccat 1980 

384 taccataaca tcaaatttga gtggtttgac gaaggccttt atgaggcacc taaggggtat 2040 

386 actcttgagg atcttttggc gactgtcaag tactatgtcg aacatccaaa cgaacgtccg 2100 

388 cattcagata atggttttgg taacgctagc gaccatgttc aaagaaacaa aaatggtcaa 2160 

390 gctgatacca atcaaacgga aaaaccaagc gaggagaaac ctcagacaga aaaacctgag 2220 

392 gaagaaaccc ctcgagaaga gaaaccacaa agcgagaaac cagagtctcc aaaaccaaca 2280 

394 gaggaaccag aagaagaatc accagaggaa tcagaagaac ctcaggtcga gactgaaaag 2340 

396 gttgaagaaa aactgagaga ggctgaagat ttacttggaa aaatccagga tccaattatc 2400 

398 aagtccaatg ccaaagagac tctcacagga ttaaaaaata atttactatt tggcacccag 2460 

400 gacaacaata ctattatggc agaagctgaa aaactattgg ctttattaaa ggagagtaag 2520 

402 taa 2523 

405 <210> SEQ ID NO: 4 

406 <211> LENGTH: 2647 

407 <212> TYPE: DNA 

408 <213> ORGANISM: Streptococcus pneumoniae 

410 <400> SEQUENCE: 4 

411 cagagatctt agtgaatcaa atatacttaa gaaaagagga aagaatgaaa atcaataaaa 60 
413 aatatctagc tgggtcagta gctacacttg ttttaagtgt ctgtgcttat gaactaggtt 120 
415 tgcatcaagc tcaaactgta aaagaaaata atcgtgtttc ctatatagat ggaaaacaag 180 
417 cgacgcaaaa aacggagaat ttgactcctg atgaggttag caagcgtgaa ggaatcaacg 240 
419 ccgaacaaat cgtcatcaag attacggatc aaggttatgt gacctctcat ggagaccatt 300 
421 atcattacta taatggcaag gtcccttatg atgccatcat cagtgaagag ctcctcatga 360 
423 aagatccgaa ttatcagttg aaggattcag acattgtcaa tgaaatcaag ggtggttatg 420 
425 tcattaaggt aaacggtaaa tactatgttt accttaagga tgcagctcat gcggataatg 480 
427 tccgtacaaa agaagaaatc aatcggcaaa aacaagaaca tagtcagcat cgtgaaggag 540 
429 ggacttcagc aaacgatggt gcggtagcct ttgcacgttc acagggacgc tacaccacag 600 
431 atgatggtta tatcttcaat gcatctgata tcatcgaaga tacgggcgat gcctatatcg 660 
433 ttcctcatgg agatcattac cattacattc ctaagaatga gttatcagct agcgagttgg 720 
435 ctgctgcaga agccttccta tctggtcggg aaaatctgtc aaatttaaga acctatcgcc 780 
437 gacaaaatag cgataacact ccaagaacaa actgggtacc ttctgtaagc aatccaggaa 840 
439 ctacaaatac taacacaagc aacaacagca acactaacag tcaagcaagt caaagtaatg 900 
441 acattgatag tctcttgaaa cagctctaca aactgccttt gagtcaacgc catgtagaat 960 
443 ctgatggcct tattttcgac ccagcgcaaa tcacaagtcg aaccgccaga ggtgtagctg 1020 
44 5 tccctcatgg taaccattac cactttatcc cttatgaaca aatgtctgaa ttggaaaaac 1080 
447 gaattgctcg tattattccc cttcgttatc gttcaaacca ttgggtacca gattcaagac 1140 
44 9 cagaagaacc aagtccacaa ccgactccag aacctagtcc aagtccgcaa cctgcaccaa 1200 
451 atcctcaacc agctccaagc aatccaattg atgagaaatt ggtcaaagaa gctgttcgaa 1260 
453 aagtaggcga tggttatgtc tttgaggaga atggagtttc tcgttatatc ccagccaaga 1320 
455 atctttcagc agaaacagca gcaggcattg atagcaaact ggccaagcag gaaagtttat 1380 
457 ctcataagct aggagctaag aaaactgacc tcccatctag tgatcgagaa ttttacaata 1440 
459 aggcttatga cttactagca agaattcacc aagatttact tgataataaa ggtcgacaag 1500 
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VERIFICATION SUMMARY DATE: 03/25/2002 

PATENT APPLICATION: US/09/884 , 465A TIME: 10:40:52 



Input Set : A:\55190-0044 Sequence listing 03-ll-2002.txt 
Output Set: N:\CRF3\03252002\I884465A.raw 



L 


: 2569 


M 


: 300 


W: 


(50) 


Intentionally 


skipped 


Sequence, 


: Sequence 


Id 


(74) 


SEQUENCE: 


L 


: 2585 


M 


: 300 


W: 


(50) 


Intentionally 


skipped 


Sequence, 


: Sequence 


Id 


(75) 


SEQUENCE: 


L 


: 2601 


M 


: 300 


W: 


(50) 


Intentionally 


skipped 


Sequence, 


: Sequence 


Id 


(76) 


SEQUENCE : 


L 


: 2617 


M 


: 300 


W: 


(50) 


Intentionally 


skipped 


Sequence, 


: Sequence 


Id 


(77) 


SEQUENCE : 


L 


: 2633 


M 


: 300 


W: 


(50) 


Intentionally 


skipped 


Sequence, 


: Sequence 


Id 


(78) 


SEQUENCE : 


L 


: 2649 


M 


: 300 


W: 


(50) 


Intentionally 


skipped 


Sequence, 


: Sequence 


Id 


(79) 


SEQUENCE: 


L 


: 2665 


M 


: 300 


W: 


(50) 


Intentionally 


skipped 


Sequence, 


: Sequence 


Id 


(80) 


SEQUENCE: 


L 


: 2681 


M 


: 300 


W: 


(50) 


Intentionally 


skipped 


Sequence, 


: Sequence 


Id 


(81) 


SEQUENCE : 


L 


: 2697 


M 


: 300 


W: 


(50) 


Intentionally 


skipped 


Sequence, 


: Sequence 


Id 


(82) 


SEQUENCE: 


L 


: 2713 


M 


: 300 


W: 


(50) 


Intentionally 


skipped 


Sequence, 


: Sequence 


Id 


(83) 


SEQUENCE : 


L 


: 2729 


M 


: 300 


W: 


(50) 


Intentionally 


skipped 


Sequence, 


: Sequence 


Id 


(84) 


SEQUENCE: 


L 


: 2745 


M 


: 300 


W: 


(50) 


Intentionally 


skipped 


Sequence, 


: Sequence 


Id 


(85) 


SEQUENCE : 


L 


: 2761 


M 


: 300 


W: 


(50) 


Intentionally 


skipped 


Sequence, 


: Sequence 


Id 


(86) 


SEQUENCE : 


L 


: 2777 


M 


: 300 


W: 


(50) 


Intentionally 


skipped 


Sequence, 


: Sequence 


Id 


(87) 


SEQUENCE : 


L 


: 2793 


M 


: 300 


W: 


(50) 


Intentionally 


skipped 


Sequence, 


: Sequence 


Id 


(88) 


SEQUENCE : 


L 


: 2809 


M 


: 300 


W: 


(50) 


Intentionally 


skipped 


Sequence, 


: Sequence 


Id 


(89) 


SEQUENCE: 


L 


: 2825 


M 


: 300 


W: 


(50) 


Intentionally 


skipped 


Sequence, 


: Sequence 


Id 


(90) 


SEQUENCE : 


L 


: 2841 


M 


: 300 


W: 


(50) 


Intentionally 


skipped 


Sequence, 


: Sequence 


Id 


(91) 


SEQUENCE: 


L 


: 2857 


M 


: 300 


W: 


(50) 


Intentionally 


skipped 


Sequence, 


: Sequence 


Id 


(92) 


SEQUENCE : 


L 


: 2873 


M 


: 300 


W: 


(50) 


Intentionally 


skipped 


Sequence, 


: Sequence 


Id 


(93) 


SEQUENCE: 


L 


: 2889 


M 


: 300 


W: 


(50) 


Intentionally 


skipped 


Sequence, 


: Sequence 


Id 


(94) 


SEQUENCE : 


L 


•2905 


M 


300 


W: 


(50) 


Intentionally 


skipped 


Sequence, 


: Sequence 


Id 


(95) 


SEQUENCE: 


L 


2921 


M 


300 


W: 


(50) 


Intentionally 


skipped 


Sequence, 


: Sequence 


Id 


(96) 


SEQUENCE : 


L 


2937 


M 


300 


W: 


(50) 


Intentionally 


skipped 


Sequence, 


: Sequence 


Id 


(97) 


SEQUENCE: 


L 


2953 


M 


300 


W: 


(50) 


Intentionally 


skipped 


Sequence, 


Sequence 


Id 


(98) 


SEQUENCE : 


L 


2969 


M 


300 


W: 


(50) 


Intentionally 


skipped 


Sequence, 


Sequence 


Id 


(99) 


SEQUENCE: 


L 


2985 


M 


300 


W: 


(50) 


Intentionally 


skipped 


Sequence, 


Sequence 


Id 


(100) 


SEQUENCE: 


L 


3001 


M: 


300 


W: 


(50) 


Intentionally 


skipped 


Sequence, 


Sequence 


Id 


(101) 


SEQUENCE : 


L : 


3017 


M: 


300 


W: 


(50) 


Intentionally 


skipped 


Sequence, 


Sequence 


Id 


(102) 


SEQUENCE: 


L : 


3033 


M: 


300 


W: 


(50) 


Intentionally 


skipped 


Sequence, 


Sequence 


Id 


(103) 


SEQUENCE: 


L : 


3049 


M: 


300 


W: 


(50) 


Intentionally 


skipped 


Sequence, 


Sequence 


Id 


(104) 


SEQUENCE: 


L : 


3065 


M : 


300 


W: 


(50) 


Intentionally 


skipped 


Sequence, : 


Sequence 


Id 


(105) 


SEQUENCE: 


L : 


3081 


M: 


300 


W: 


(50) 


Intentionally 


skipped 


Sequence, : 


Sequence 


Id 


(106) 


SEQUENCE : 


L : 


3097 


M: 


300 


W: 


(50) 


Intentionally 


skipped 


Sequence, : 


Sequence 


Id 


(107) 


SEQUENCE: 


L : 


3113 


M: 


300 


W: 


(50) 


Intentionally skipped 


Sequence, : 


Sequence 


Id 


(108) 


SEQUENCE: 


L : 


3129 


M: 


300 


W: 


(50) 


Intentionally 


skipped 


Sequence, : 


Sequence 


Id 


(109) 


SEQUENCE: 


Li . 


*3 1 >1 ^ 

J14 D 


M : 


inn 


W : 


(50) 


Intentionally 


skipped 


Sequence, : 


Sequence 


Id 


(110) 


SEQUENCE : 


L: 


3161 


M: 


300 


W: 


(50) 


Intentionally 


skipped 


Sequence, : 


Sequence 


Id 


(111) 


SEQUENCE : 


L: 


3177 


M: 


300 


W: 


(50) 


Intentionally 


skipped 


Sequence, : 


Sequence 


Id 


(112) 


SEQUENCE: 


L: 


3193 


M: 


300 


W: 


(50) 


Intentionally 


skipped 


Sequence, : 


Sequence 


Id 


(113) 


SEQUENCE : 


L: 


3209 


M: 


300 


W: 


(50) 


Intentionally 


skipped 


Sequence, : 


Sequence 


Id 


(114) 


SEQUENCE: 


L: 


3225 


M: 


300 


W: 


(50) 


Intentionally 


skipped 


Sequence, : 


Sequence 


Id 


(115) 


SEQUENCE: 


L: 


3241 


M: 


300 


W: 


(50) 


Intentionally 


skipped 


Sequence, : 


Sequence 


Id 


(116) 


SEQUENCE : 


L: 


3257 


M: 


300 


W: 


(50) 


Intentionally 


skipped 


Sequence, : 


Sequence 


Id 


(117) 


SEQUENCE: 


L: 


3273 


M: 


300 


W: 


(50) 


Intentionally 


skipped 


Sequence, : 


Sequence 


Id 


(118) 


SEQUENCE : 


L: 


3289 


M: 


300 


W: 


(50) 


Intentionally 


skipped 


Sequence, : 


Sequence 


Id 


(119) 


SEQUENCE : 


L: 


3305 


M: 


300 


W: 


(50) 


Intentionally 


skipped 


Sequence, : 


Sequence 


Id 


[120) 


SEQUENCE: 


L: 


3321 


M: 


300 


W: 


(50) 


Intentionally 


skipped 


Sequence, : 


Sequence 


Id 


[121) 


SEQUENCE : 



file://C:\CRF3\Outhold\VsrI884465A.htm 



3/25/02 | 

i 



Page 7 of 8 



VERIFICATION SUMMARY 

PATENT APPLICATION: US/09/884 f 465A 



DATE: 03/25/2002 
TIME: 10:40:52 



Input Set : A:\55190-0044 Sequence listing 03-ll-2002.txt 
Output Set: N:\CRF3\03252002\I884465A.raw 



L:3337 
L:3353 
16266 
:16370 
:16546 
:16686 
:16826 
:16966 
L:17206 
L:17290 
L:17526 
:17666 
:17842 
:17946 
:18186 
L: 18322 
L:18562 
L:18698 
L:18874 
L:18958 



L: 
L: 
L: 
L: 
L: 
L: 



L: 
L: 
L: 
L: 



M:300 W: 
M:300 W: 
M:341 W: 
M:341 W: 
M:341 W: 
M:341 W: 
M:341 W: 
M:341 W: 
M:341 W: 
M:341 W: 
M:341 W: 
M:341 W: 
M:341 W: 
M:341 W: 
M:341 W: 
M:341 W: 
M: 341 W: 
M:341 W: 
M:341 W: 
M:341 W: 



(50) 
(50) 
46 
46 
46 
46 
46 
46 
46 
46 
46 
46 
46 
46 
46; 
46 
46 
46 
46 
46 



Intentionally 
Intentionally 
or "Xaa" 
or "Xaa" 
or "Xaa" 
"n" or "Xaa" 
or "Xaa" 
or "Xaa" 
or "Xaa" 
or "Xaa" 
or "Xaa" 



"n" 
"n" 
"n" 
"n" 
"n" 
"n" 
"n" 
"n" 
"n" 
"n" 
"n" 
"n" 
"n" 
"n" 



or 
or 
or 



Xaa" 
Xaa" 
Xaa" 
or "Xaa" 
or "Xaa" 
or "Xaa" 
or "Xaa" 
or "Xaa" 
or "Xaa" 



skipped Sequence, : Sequence Id (122) SEQUENCE : 
skipped Sequence, : Sequence Id (123) SEQUENCE: 
used, for SEQ ID#:376 
for SEQ ID#:376 
:377 
:377 
:378 
:378 



used, 
used, 
used, 
used, 
used, 
used, 
used, 
used, 
used, 
used, 
used, 
used, 
used, 
used, 
used, 
used, 
used, 



for SEQ ID#: 
for SEQ ID#: 
for SEQ ID# : 
for SEQ ID# : 
for SEQ ID# : 379 
for SEQ ID# :379 
for SEQ ID#:380 



for SEQ 
for SEQ 
for SEQ 
for SEQ 
for SEQ 
for SEQ 
for SEQ 
for SEQ 
for SEQ 



ID# : 380 
ID#:381 
ID#:381 
ID# : 382 
ID# : 382 
ID#:383 
ID#:383 
ID#:384 
ID# : 384 
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